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positive regulation of transcription from RNA polymerase II promoter
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−3.5 3.2∆ e



−6

−4

−2

0

2

4

6

positive regulation of transcription from RNA polymerase II promoter
G

S
Z

on
−
off

# features = 1539

1

52



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

positive regulation of transcription from RNA polymerase II promoter
G

S
Z


